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SEQUENCE LISTING 

<110> Cook, James W. 

Bulawa, Christine 

<120> ASPERGILLUS N-MYRISTOYL TRANSFERASE GENES AND POLYPEPTIDES 
AND USES THEREOF 

<130> 07334/089001 

<140> US 09/163,444 
<141> 1998-09-30 

<160> 10 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 1392 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 

<220> 

<221> CDS 

<222> (1) . . . (1389) 

<400> 1 

atg gcg gag teg eta ttg gaa aac aac ccc get etc agg aae gag acg 48 
Met Ala Glu Ser Leu Leu Glu Asn Asn Pro Ala Leu Arg Asn Glu Thr 
15 10 15 

gee gge atg gac aaa gae aag gcg gcg gag gca atg cgc aaa atg aae 96 
Ala Gly Met Asp Lys Asp Lys Ala Ala Glu Ala Met Arg Lys Met Asn 
20 25 30 

att gee gaa ttg ctg aca gge ttg tea gtt tee ggg aag aae eag aag 144 
lie Ala Glu Leu Leu Thr Gly Leu Ser Val Ser Gly Lys Asn Gin Lys 
35 40 45 

gat atg get teg tac aag ttt tgg caa aeg eag cct gtg eee cga tte 192 
Asp Met Ala Ser Tyr Lys Phe Trp Gin Thr Gin Pro Val Pro Arg Phe 
50 55 60 

gat gag acg agt ace gat act ggg gge cct ate aag ate att gat cct 24 0 

Asp Glu Thr Ser Thr Asp Thr Gly Gly Pro lie Lys lie lie Asp Pro 
65 70 75 80 

gaa aag gtc tea aag gaa ccg gat gcg ctg ctt gaa gga ttt gaa tgg 288 
Glu Lys Val Ser Lys Glu Pro Asp Ala Leu Leu Glu Gly Phe Glu Trp 
85 90 95 

gcg aca etc gac ctg aca aac gag act gag ctg cag gag ctg tgg gat 336 
Ala Thr Leu Asp Leu Thr Asn Glu Thr Glu Leu Gin Glu Leu Trp Asp 
100 105 110 

ttg ttg acg tat cae tac gta gag gae gac aat gee atg tte egg tte 384 
Leu Leu Thr Tyr His Tyr Val Glu Asp Asp Asn Ala Met Phe Arg Phe 



115 120 125 

aga tat teg cag teg ttc eta cac tgg get ctt atg teg cct ggc tgg 432 
Arg Tyr Ser Gin Ser Phe Leu His Trp Ala Leu Met Ser Pro Gly Trp 
130 135 140 

aaa aag gaa tgg cat gte ggt gtc egc get acg aag teg cge aaa ctg 480 
Lys Lys Glu Trp His Val Gly Val Arg Ala Thr Lys Ser Arg Lys Leu 
145 150 155 160 

gta gcg tec att tge ggt gtc eeg aca gag ate aat gtg cge aat eaa 52 8 

Val Ala Ser lie Cys Gly Val Pro Thr Glu He Asn Val Arg Asn Gin 
165 170 175 

aag etc aag gtc gtc gag ate aat ttc etc tge ate cac aag aag etc 5 76 

Lys Leu Lys Val Val Glu He Asn Phe Leu Cys He His Lys Lys Leu 
180 185 190 

cge teg aag egc ttg ace cca gtt etc ate aaa gaa ate acc egt egt 624 
Arg Ser Lys Arg Leu Thr Pro Val Leu He Lys Glu He Thr Arg Arg 
195 200 205 

tge tac etc aat ggc ate tac caa gcc ate tac act gcg ggt gtg gtg 6 72 

Cys Tyr Leu Asn Gly He Tyr Gin Ala He Tyr Thr Ala Gly Val Val 
210 215 220 

etc ccc act cct gtc age tea tge egc tac tac cac egt cct ttg gac 72 0 

Leu Pro Thr Pro Val Ser Ser Cys Arg Tyr Tyr His Arg Pro Leu Asp 
225 230 235 240 

tgg ttg aag ctt tac gag gtc ggc ttc teg cct etc cct gee gga tec 768 
Trp Leu Lys Leu Tyr Glu Val Gly Phe Ser Pro Leu Pro Ala Gly Ser 
245 250 255 

acc aag gcg egc cag ate ace aag aat cac ctg ccc agt act acc tct 816 
Thr Lys Ala Arg Gin He Thr Lys Asn His Leu Pro Ser Thr Thr Ser 
260 265 270 

acc ccc ggt ctt egc ccc atg gag ccc aaa gac att gac aca gtg eat 864 
Thr Pro Gly Leu Arg Pro Met Glu Pro Lys Asp He Asp Thr Val His 
275 280 285 

gat ctt ttg cag ega tac ttg teg egg ttt gcg ttg aac cag gee ttt 912 
Asp Leu Leu Gin Arg Tyr Leu Ser Arg Phe Ala Leu Asn Gin Ala Phe 
290 295 300 

acg ega gag gaa gtg gac cat tgg etc gtg cac aag eeg gag acg gtg 960 
Thr Arg Glu Glu Val Asp His Trp Leu Val His Lys Pro Glu Thr Val 
305 310 315 320 

aaa gag cag gte gtc tgg gca tac gtg gta gag gac cct gaa acg cac 1008 
Lys Glu Gin Val Val Trp Ala Tyr Val Val Glu Asp Pro Glu Thr His 
325 330 335 

aag ate ace gac ttc ttt tec ttc tac aac etc gaa tec acc gte att 1056 
Lys He Thr Asp Phe Phe Ser Phe Tyr Asn Leu Glu Ser Thr Val He 
340 345 350 
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cag aat ccc aag cat gac aat gtg cgt get get tac ctg tac tac tat 
Gin Asn Pro Lys His Asp Asn Val Arg Ala Ala Tyr Leu Tyr Tyr Tyr 
355 360 365 



1104 



gca acc gaa aca get ttc aee aat aac atg aag get etc aaa gag cgt 1152 
Ala Thr Glu Thr Ala Phe Thr Asn Asn Met Lys Ala Leu Lys Glu Arg 
370 375 380 

Ctg ctg atg ctg atg aat gac get ctg ate ctg get aag aag geg cae 1200 
Leu Leu Met Leu Met Asn Asp Ala Leu He Leu Ala Lys Lys Ala His 
385 390 395 400 

ttt gat gtg ttc aac gca ett acg ctt cae gat aac ect ctg ttc etc 1248 
Phe Asp Val Phe Asn Ala Leu Thr Leu His Asp Asn Pro Leu Phe Leu 
405 410 415 

gaa caa etc aaa ttt gga get ggc gat ggg cag ctt cac ttc tac etc 1296 
Glu Gin Leu Lys Phe Gly Ala Gly Asp Gly Gin Leu His Phe Tyr Leu 
420 425 430 

tac aac tat cge ace gee ect gtt ect gga gga gtt aac gag aag aac 1344 
Tyr Asn Tyr Arg Thr Ala Pro Val Pro Gly Gly Val Asn Glu Lys Asn 
435 440 445 

ctg ceg gat gag aaa aga atg gga ggc gtt ggc ate gtt atg ctg 1389 
Leu Pro Asp Glu Lys Arg Met Gly Gly Val Gly He Val Met Leu 
450 455 460 



taa 

<210> 2 
<211> 463 
<212> PRT 

<213> Aspergillus fumigatus N-myristoyl 
<400> 2 

Met Ala Glu Ser Leu Leu Glu Asn Asn Pro Ala Leu Arg Asn Glu Thr 

-^5 10 15 

Ala Gly Met Asp Lys Asp Lys Ala Ala Glu Ala Met Arg Lys Met Asn 

20 25 30 

He Ala Glu Leu Leu Thr Gly Leu Ser Val Ser Gly Lys Asn Gin Lys 

35 40 45 

Asp Met Ala Ser Tyr Lys Phe Trp Gin Thr Gin Pro Val Pro Arg Phe 

50 55 60 

Asp Glu Thr Ser Thr Asp Thr Gly Gly Pro He Lys He He Asp Pro 
65 70 75 80 

Glu Lys Val Ser Lys Glu Pro Asp Ala Leu Leu Glu Gly Phe Glu Trp 

85 90 95 

Ala Thr Leu Asp Leu Thr Asn Glu Thr Glu Leu Gin Glu Leu Trp Asp 

100 105 110 

Leu Leu Thr Tyr His Tyr Val Glu Asp Asp Asn Ala Met Phe Arg Phe 

115 120 125 

Arg Tyr Ser Gin Ser Phe Leu His Trp Ala Leu Met Ser Pro Gly Trp 

130 135 140 

Lys Lys Glu Trp His Val Gly Val Arg Ala Thr Lys Ser Arg Lys Leu 
1^^ 150 155 160 



1392 
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Val Ala Ser He Cys Gly Val Pro Thr Glu He Asn Val Arg Asn Gin 

165 170 175 

Lys Leu Lys Val Val Glu He Asn Phe Leu Cys He His Lys Lys Leu 

180 185 190 

Arg Ser Lys Arg Leu Thr Pro Val Leu He Lys Glu He Thr Arg Arg 

155 200 205 

Cys Tyr Leu Asn Gly He Tyr Gin Ala He Tyr Thr Ala Gly Val Val 

210 215 220 

Leu Pro Thr Pro Val Ser Ser Cys Arg Tyr Tyr His Arg Pro Leu Asp 
225 230 235 240 

Trp Leu Lys Leu Tyr Glu Val Gly Phe Ser Pro Leu Pro Ala Gly Ser 

245 250 255 

Thr Lys Ala Arg Gin He Thr Lys Asn His Leu Pro Ser Thr Thr Ser 

260 265 270 

Thr Pro Gly Leu Arg Pro Met Glu Pro Lys Asp He Asp Thr Val His 

275 280 285 

Asp Leu Leu Gin Arg Tyr Leu Ser Arg Phe Ala Leu Asn Gin Ala Phe 

290 295 300 

Thr Arg Glu Glu Val Asp His Trp Leu Val His Lys Pro Glu Thr Val 
305 310 315 320 

Lys Glu Gin Val Val Trp Ala Tyr Val Val Glu Asp Pro Glu Thr His 

325 330 335 

Lys He Thr Asp Phe Phe Ser Phe Tyr Asn Leu Glu Ser Thr Val He 

340 345 350 

Gin Asn Pro Lys His Asp Asn Val Arg Ala Ala Tyr Leu Tyr Tyr Tyr 

355 360 365 

Ala Thr Glu Thr Ala Phe Thr Asn Asn Met Lys Ala Leu Lys Glu Arg 

370 375 380 

Leu Leu Met Leu Met Asn Asp Ala Leu He Leu Ala Lys Lys Ala His 
385 390 395 400 

Phe Asp Val Phe Asn Ala Leu Thr Leu His Asp Asn Pro Leu Phe Leu 

405 410 415 

Glu Gin Leu Lys Phe Gly Ala Gly Asp Gly Gin Leu His Phe Tyr Leu 

420 425 430 

Tyr Asn Tyr Arg Thr Ala Pro Val Pro Gly Gly Val Asn Glu Lys Asn 

435 440 445 

Leu Pro Asp Glu Lys Arg Met Gly Gly Val Gly He Val Met Leu 
450 455 4gQ 

<210> 3 
<211> 1735 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
<400> 3 

tccgactcta aggatcgcaa gggcaaggcc cccgagggcc agtcttccga aaagaaagat 60 

ggcgcggtga acataacccc tcagatggcg gagtcgctat tggaaaacaa ccccgctctc 12 0 

aggaacgaga cggccggcat ggacaaagac aaggcggcgg aggcaatgcg caaaatgaac 180 

attgccgaat tgctgacagg cttgtcagtt tccgggaaga accagaagga tatggcttcg 240 

tacaagtttt ggcaaacgca gcctgtgccc cgattcgatg agacgagtac cgatactggg 3 00 

ggccctatca agatcattga tcctgaaaag gtctcaaagg aaccggatgc gctgcttgaa 360 

ggatttgaat gggcgacact cgacctgaca aacgagactg agctgcagga gctgtgggat 420 

ttgttgacgt atcactacgt agaggacgac aatgccatgt tccggttcag atattcgcag 48 0 

tcgttcctac actggtgggt gcacaacgcg gccgagggat ctgtttctca ccggcttggg 540 

agggtgtgga ttatttgagc gctgacaatt ttgaccgtag ggctcttatg tcgcctggct 600 

ggaaaaagga atggcatgtc ggtgtccgcg ctacgaagtc gcgcaaactg gtagcgtcca 660 

tttgcggtgt cccgacagag atcaatgtgc gcaatcaaaa gctcaaggtc gtcgagatca 720 



atttcctctg catccacaag aagctccgct cgaagcgctt gaccccagtt ctcatcaaag 

aaatcacccg tcgttgctac ctcaatggca tctaccaagc catctacact gcgggtgtgg 

tgctccccac tcctgtcagc tcatgccgct actaccaccg tcctttggac tggttgaagc 

tttacgaggt cggcttctcg cctctccctg ccggatccac caaggcgcgc cagatcacca 

agaatcacct gcccagtact acctctaccc ccggtcttcg ccccatggag cccaaagaca 

ttgacacagt gcatgatctt ttgcagcgat acttgtcgcg gtttgcgttg aaccaggcct 

ttacgcgaga ggaagtggac cattggctcg tgcacaagcc ggagacggtg aaagagcagg 

tcgtctgggc atacgtggta gaggaccctg aaacgcacaa gatcaccgac ttcttttcct 

tctacaacct cgaatccacc gtcattcaga atcccaagca tgacaatgtg cgtgctgctt 

acctgtacta ctatgcaacc gaaacagctt tcaccaataa catgaaggct ctcaaagagc 

gtctgctgat gctgatgaat gacgctctga tcctggctaa gaaggtaact acagggatcc 

actgccattt ccctggagtt gacttacgaa gctgacattg tgttgatagg cgcactttga 

tgtgttcaac gcacttacgc ttcacgataa ccctctgttc ctcgaacaac tcaaatttgg 

agctggcgat gggcagcttc acttctacct ctacaactat cgcaccgccc ctgttcctgg 

^ggsgttaac gagaagaacc tgccggatga gaaaagaatg ggaggcgttg gcatcgttat 

gctgtaaaac attctcaccg catggaccat gcctctcgcc tcgttgatga tcgcatctta 

tacctatttc tcgctgtgac atgaatttgg gtatgcgaaa taccatgaaa atttg 

<210> 4 
<211> 17 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
<220> 

<221> misc_feature 
<222> (1) . . . (17) 
<223> n = A,T,C or G 

<400> 4 
ranmaytayg tngarga 

<210> 5 
<211> 20 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
<220> 

<221> misc_feature 
<222> (1) . . . (20) 
<223> n = A,T,C or G 

<400> 5 
canarraart tdatytcnac 

<210> 6 
<211> 19 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 

<400> 6 
tgccatcttc cggttcaga 

<210> 7 
<211> 21 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
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<400> 7 

tgcgcgactt cgtaggcggg a 21 

<210> 8 
<211> 39 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
<400> 8 

cgcgcatatg gcggagtcgc tattggaaaa caaccccgc 39 

<210> 9 
<211> 39 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
<400> 9 

gcagcggccg cttacagcat aacgatgcca acgcctgcc 39 

<210> 10 
<211> 1735 
<212> DNA 

<213> Aspergillus fumigatus N-myristoyl 
S <400> 10 

fl aggctgagat tcctagcgtt cccgttccgg gggctcccgg tcagaaggct tttctttcta 6 0 

m ccgcgccact tgtattgggg agtctaccgc ctcagcgata accttttgtt ggggcgagag 120 

S tccttgctct gccggccgta cctgtttctg ttccgccgcc tccgttacgc gttttacttg 180 

y taacggctta acgactgtcc gaacagtcaa aggcccttct tggtcttcct ataccgaagc 240 

^'i ^t^ttcaaaa ccgtttgcgt cggacacggg gctaagctac tctgctcatg gctatgaccc 300 

m ccgggatagt tctagtaact aggacttttc cagagtttcc ttggcctacg cgacgaactt 360 

cctaaactta cccgctgtga gctggactgt ttgctctgac tcgacgtcct cgacacccta 420 

!3 aacaactgca tagtgatgca tctcctgctg ttacggtaca aggccaagtc tataagcgtc 480 

Ijl agcaaggatg tgaccaccca cgtgttgcgc cggctcccta gacaaagagt ggccgaaccc 540 

il tcccacacct aataaactcg cgactgttaa aactggcatc ccgagaatac agcggaccga 600 

!2 cctttttcct taccgtacag ccacaggcgc gatgcttcag cgcgtttgac catcgcaggt 660 

ly aaacgccaca gggctgtctc tagttacacg cgttagtttt cgagttccag cagctctagt 720 

13 taaaggagac gtaggtgttc ttcgaggcga gcttcgcgaa ctggggtcaa gagtagtttc 780 

1^ tttagtgggc agcaacgatg gagttaccgt agatggttcg gtagatgtga cgcccacacc 84 0 

acgaggggtg aggacagtcg agtacggcga tgatggtggc aggaaacctg accaacttcg 900 

aaatgctcca gccgaagagc ggagagggac ggcctaggtg gttccgcgcg gtctagtggt 960 

tcttagtgga cgggtcatga tggagatggg ggccagaagc ggggtacctc gggtttctgt 1020 

aactgtgtca cgtactagaa aacgtcgcta tgaacagcgc caaacgcaac ttggtccgga 1080 

aatgcgctct ccttcacctg gtaaccgagc acgtgttcgg cctctgccac tttctcgtcc 114 0 

agcagacccg tatgcaccat ctcctgggac tttgcgtgtt ctagtggctg aagaaaagga 1200 

agatgttgga gcttaggtgg cagtaagtct tagggttcgt actgttacac gcacgacgaa 1260 

tggacatgat gatacgttgg ctttgtcgaa agtggttatt gtacttccga gagtttctcg 1320 

cagacgacta cgactactta cagcgagact aggaccgatt cttccattga tgtccctagg 1380 

tgacggtaaa gggacctcaa ctgaatgctt cgactgtaac acaactatcc gcgtgaaact 1440 

acacaagttg cgtgaatgcg aagtgctatt gggagacaag gagcttgttg agtttaaacc 1500 

tcgaccgcta cccgtcgaag tgaagatgga gatgttgata gcgtggcggg gacaaggacc 1560 

tcctcaattg ctcttcttgg acggcctact cttttcttac cctccgcaac cgtagcaata 1620 

cgacattttg taagagtggc gtacctggta cggagagcgg agcaactact agcgtagaat 168 0 

atggataaag agcgacactg tacttaaacc catacgcttt atggtacttt taaac 1735 



